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> 82 K A it 5 T CRISPR/Cas9 £ AR [ HOPX 2 [l i Bk (1) 5 #i.(L23110 pLenti-HOPX-sgRNA). 189 8 (L23111 HOPX
Knockout Lentivirus). HEK293T4f ffd(L23112 HOPX Knockout HEK293T Cells). HEK293T ¥ b 41 s I RTPA S fi# ¥ (L23113
HOPX Knockout HEK293T RIPA Lysate). HEK293 T % 41 il i Trizol 2 (L23 114 HOPX Knockout HEK293T Trizol Lysate)
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human HOPX 84525 BC014225 NM 001145459
About the gene
Official Symbol HOPX
Previous Symbol -
Official Full Name | HOP homeobox
Synonyms LAGY; HOP; OB1; NECCI1; SMAP31
Location 4ql2
Gene Type protein-coding gene
Uniprot ID QI9BPY8
Pathway/Library Tumor Invasion Related Genes Library
The protein encoded by this gene is a homeodomain protein that lacks certain conserved residues required
for DNA binding. It was reported that choriocarcinoma cell lines and tissues failed to express this gene,
which suggested the possible involvement of this gene in malignant conversion of placental trophoblasts.
Gene Summary . . . . . .
Studies in mice suggest that this protein may interact with serum response factor (SRF) and modulate
SRF-dependent cardiac-specific gene expression and cardiac development. Multiple alternatively spliced
transcript variants have been identified for this gene.
BRER:
T T PR | %k |




L23112 HOPX Knockout HEK293T Cells 132/
= DAUIRE 13
REFEFRMH:
Xt TN B FE B B O BB TR AAE, FI3-S KA G W T UKIBRRAANE, AR, KA.
FEEE:

> B R RIMAsgRNAF I HRFA, R T EsgRNAF I, TETETT W 5 & IE M4 M info@beyotime.comZ L. sgRNAJF 515
SR, REEZRBHEVFAIAEHE MBS, WAEEAZET 08NS SR NS, fEH#
TER AR T SCEREE IR, NV B R YA .

> 0TS 2 BB ER T [ 4 PR O % B 3E HEK293T 44 A 1) CRISPR % [Al = B 48 fg ¥ 5E il ,
service@beyotime.com,

> AR T2 N REREERE R, A TR Bsa6yy, AMFH TR RN, AR T EEEEN

> N TR, 5 LR O T E R

fSEFA 15 EA -
1. HEK293TH4HfRIIZ . R KIEFR:
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g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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